The authors wish to make the following correction to their paper \[[@B1-proteomes-07-00028]\]:

The [Figure 2](#proteomes-07-00028-f002){ref-type="fig"} and [Figure 5](#proteomes-07-00028-f005){ref-type="fig"} have some irregular typesetting. The corrected [Figure 2](#proteomes-07-00028-f002){ref-type="fig"} and [Figure 5](#proteomes-07-00028-f005){ref-type="fig"} should be:

![Overview of the bioanalytical advantages versus potential technical limitations of gel-based top-down proteomics, especially in relation to two-dimensional gel electrophoresis (2DGE) approaches.](proteomes-07-00028-g002){#proteomes-07-00028-f002}

![Overview of fluorescence two-dimensional difference in-gel electrophoresis (2D-DIGE) techniques for the comparative analysis of proteoforms. The upper panel shows the two main DIGE approaches for the systematic pre-electrophoretic labelling of protein fractions using fluorescent CyDyes. These methods utilise minimal sub-stochiometric labelling of assessable lysines in proteins or saturation labelling of assessable cysteines in proteins. The lower panel outlines three-dye (Cy2, Cy3, Cy5) versus two-dye (Cy3, Cy5) DIGE labelling methodology.](proteomes-07-00028-g005){#proteomes-07-00028-f005}
